Supplementary data
Figure S2
Time course of the expression of genes following short-term nitrate/ammonium treatments in maize roots (A) and leaves (B) . The expression values were investigated at 30 min, 2 h and 6 h. Data are expressed as base-2 logarithm of the ratio between the expression measured for a treatment and that of its own control. The same expression analyses were carried out in nutrient solution either supplied or depleted with nitrate or ammonium.
Figure S3
Confocal detection of DAF-2T in the transition zone of nitrate treated apices. Arrows indicate two different types of cells of this root zone: small square shape cells (red arrows) with central nucleus (N) and elongated cells (white arrows) with a more developed vacuole (V). Image was obtained by zooming the 40x lens.
Figure S4
Root and leaf fresh weight and relative root/shoot ratio in seedlings grown in nutrient solution for five days (A, B, C). Total root length (L), total surface area (SA), average diameter (AD), number of root tips and leaf fresh weight in seedlings grown five days in agar medium containing or not 1 mM NO3-(D).
Table S1
List of the genes analyzed by means of Real Time qPCR. Maize GDB and NCBI accessions are reported together with the gene functions and the primer sequences. 
